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tivities at the end of the Tertiary (Park 
1985). Cheju Island was connected to the 
Korean peninsula during the Pleistocene 
and separated again at the end of the last 
glaciation, about 10000 years ago. There¬ 
fore, roe deer in Cheju could have evolved 
in isolation during the last 10000 years. 
Koh et al. (1997) reported that roe deer 
from the Korean peninsula showed smaller 
body size and skull length than west and 
east Siberian roe deer subspecies. Thus, mo¬ 
lecular and morphological data lend sup¬ 
port to the view that roe deer from Korea 
do not belong neither to C. p. tianschanicus 
nor C. p. mantschuricus (= bedfordi), and 
might belong to a distinct subspecies, C. p. 
ochracea , as described by Barclay (1935). 
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The silvery mole-rat ( Heliophobius argen¬ 
teodnereus) is a little known member of 
the family Bathyergidae, endemic to east 
to central Africa eastern of the Great Rift 
Valley, south of Equator, and north of the 
Zambezi river, i. e., in Kenya, Tanzania, 
Zambia, Malawi, and Mozambique (Burda 
2001). The only available information on 
the biology of Heliophobius is based on a 
few studies concerning physiology (McNab 
1966) and burrowing and activity patterns 
(Jarvis and Sale 1971; Jarvis 1973). 
George (1979) described the karyotype of 
this species from Kenya. Since it resembled 
the karyotype of Heterocephalus glaber 
(both having 2 n = 60), she concluded that 
the whole family Bathyergidae is chromoso- 
mally rather conservative. 

Regarding the fact that recently a large chro¬ 
mosomal variation (ranging from 2 n = 40 to 
2n = 78) has been found in Cryptomys , an¬ 
other bathyergid mole-rat (Scharff 1998; 
Burda 2001), the question arises in as much 
the karyotype established for a Kenyan po¬ 
pulation is representative for the whole 
genus Heliophobius which is distributed 
across at least 15 latitude degrees. To address 
this question we have examined karyotypes 
of H. argenteodnereus trom Zambia, i. e., 
close to the southern distributional limit. 


Three silvery mole-rats (one male, two fe¬ 
males), collected in August 1996 in the Lu- 
balashi Area in the Central Province of 
Zambia (14°40' S; 29°55' E) about 160 km 
east of Lusaka, were examined. 

Karyotypes were prepared from bone 
marrow following the splash method ac¬ 
cording to Ford and Hamerton (1956). 
Chromosomes were differentially stained 
with the C-banding (Sumner 1972) and 
G-banding (Seabright 1971) methods. 
Characterisation of chromosomes fol¬ 
lowed the nomenclature of Hsu and 
Benirschke (1967). 

The diploid chromosome number in all the 
examined individuals of Heliophobius ar¬ 
genteodnereus from Zambia was 2 n = 62. 
The karyotype consisted of 27 pairs of me- 
tacentric and submetacentric chromosomes 
(autosomes) of decreasing size and 3 pairs 
of small acrocentrics (Nfa = 114). The X- 
chromosome was the second largest meta- 
centric, while the Y-chromosome was dot¬ 
like (most probably metacentric). 

The karyotype of Heliophobius argenteod¬ 
nereus from Zambia (2n = 62; Nfa = 114) is 
very similar to that of silvery mole-rats 
from Kenya (2n = 60; Nfa = 114; George 
1979). The difference between both karyo¬ 
types (one pair of metacentrics vs. two pairs 
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